The present study was conducted at the field of the Department of Plant Breeding and Genetic, University of Agriculture Faisalabad, Pakistan, during the crop season 2010-2011. Twenty genotypes of chickpea were evaluated for components of variability, heritability (h 2 bs) and interrelationships for various parameters. The higher value of heritability was found for all traits except plant height and seeds per pods. Correlation studies showed that biomass per plant, pods per plant, secondary branches per plant, seeds per pod and 100-seed weight were positive and significant at genotypic level but positive and highly significant at phenotypic level. Days taken to maturity were negative and non-significantly correlated with grain yield per plant at both genotypic and phenotypic levels.
Introduction
Pulses, dry edible seeds of leguminous plants, constitute an important source of balanced human diet throughout the world. Among the pulses, chickpea (Cicer arietinum L.) is the third leading grain legume in the world and first in the South Asia. Ninety two per cent of the area and eighty nine percent of the production of grain are concentrated in semi-arid tropical countries 4 . Chickpea is the most important rabi pulse crop of Pakistan predominantly grown in vast rainfed area of 1050 thousand hectares with an annual production of 571 thousand tons/hectares 5 .
Chickpea is the cheapest and readily available source of protein (19.5%), fats (11.4%), carbohydrates (57-60%), ash (4.8%) and moisture (4.9-15.59%) 10 . 
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and economic importance, chickpea production is relatively low in the country. This is primarily due to poor genetic makeup of cultivars available. Genetic variability is a prerequisite for any breeding programme, which provides opportunity to a plant breeder for selecting high yielding genotypes. The main objectives of the study were to analyzed the quality and yield potential of different chickpea varieties grown in Pakistan.
Materials and Methods
The present study was conducted at the fields of 11 . The estimation of heritability was calculated as described by Falconer, 1989 .
Results and Discussions
Genetic parameters of yield and their components are given in Table I . Genotypic coefficients of variations were relatively greater in grain yield per plant (41.104%), 100-seed weight (34.146 %), biomass per plant (6.481%) and pods per plant (22.318%) than in other traits 1, 3 . Phenotypic coefficients of variations were the highest in grain yield per plant (26.831%), 100-seed weight (20.302%), biomass per plant (18.654%) and seeds per pods (9.382%) than in other traits. The smallest phenotypic coefficient of variation was for days taken to maturity 1, 8 .
Broad-sense heritabilities ranged from 139.66% to 60.64%. The higher value of heritability for days taken to maturity, days taken to flowering, grain yield per plant, 100-seed weight, biomass per plant, secondary branches per plant and pods per plant indicates that these characters can be used as the genetic parameters for the improvement and selection of high yielding genotypes 8 .
Crop improvement could be possible by simple selection because high heritability coupled with high genotypic variation revealed the presence of an additive gene effect 13 . On the other hand, low heritability coupled with low genotypic variation was observed for seeds per pod. The results indicated that these traits were greatly influenced by the environment 6 .
Correlation coefficient analysis:
The genotypic and phenotypic correlations coefficients of days taken to maturity with pods per plant and secondary branches per plant were positive and non-significant (Table II) . A negative but significant association was noted between days taken to maturity and biomass per plant. Other associations were negative and non-significant for days taken to flowering, grain yield per plant, leaflets per leaf, plant height, and secondary branches per plant. A negative and non-significant association between the days taken to flowering and days taken to maturity, pods per plant, leaflets per leaf, seeds per pod, and 100-seed weight 2, 14 .
The genotypic and phenotypic correlations between leaflets per leaf and secondary branches per plant were positive and highly significant (Table II) . The genotypic and phenotypic correlation coefficients between secondary branches per plant, biomass per plant and grain yield per plant were positive and significant. Genotypic correlation between secondary branches per plant and seeds per pod was negative but significant. A positive and significant genotypic and phenotypic correlation was found for pods per plant with biomass per plant and grain yield per plant but highly significant genotypic correlation with biomass per plant. Pods per plant could be used as selection for yield improvement in chickpea 7 . A negative and non-significant genotypic and phenotypic correlation was found for pods per plant with 100-seed weight. The genotypic and phenotypic correlation coefficient between 100-seed weight and grain yield per plant was positive and highly significant but positive and significant with biomass per plant. A negative but highly significant correlation of 100-seed weight with seeds per pod at genotypic and phenotypic levels 8, 12, 15 .
Conclusions:
The higher value of heritability and strong correlation coefficients indicated that plant height, days taken to flowering, biomass per plant, pods per plant, secondary branches per plant, seeds per pod and 100-seed weight can be used for the selection of higher yielding chickpea genotypes. 
